. Gene-specific primer pairs used in quantitative analysis of splicing efficiency by real-time RT-PCR.
Gene
Primer (5' to 3') HSI2 exon1 Forward: CCA ACA TGG TCC ATT GCT CT intron1
Reverse: CTG TCC AGA ATA AAA TAT TTG GC exon2
Reverse: CAG GCT TTT GGA AGA ACT AG QQT1 exon1 Forward: GCC AAA TAT TTT ATT CTG GAC AG intron1
Reverse: CAA CAT ACA CCT GCA ATT TTT AAC exon2
Reverse: AAC ATC TTC TAA CTT GAT CAA TTC NHX5 exon1 Forward: CTC CGC CGT CAT CGA TTC C intron1
Reverse: TAG CAG CAG CGA ATT TGA AG exon2
Reverse: GTA ACA ATG GCT CCA AAG TTA G NHX6 exon1 Forward: CGG CGG CTC TGC GTT CTT T intron1
Reverse: CAA AAT TAG TAA GAG AAG TGC TC exon2
Reverse: AGT GAA CCT GTT AGT CCT CG E2FA exon1 Forward: CTC AGG ATC TAC AGG ACA CC intron1
Reverse: CTG CAC AAC TTC CTA TTT CTA TG exon2
Reverse: GTT TTC CAA ATA TCC GTC ATG C E2FB exon1 Forward: AAG CAC CGA AAG AAA CAT GG intron1
Reverse: AAG AGA GAT TAG ATT AAA TCA CAG exon2
Reverse : GTG GTC TTG ATC AAA TGT AAT C  HDT3  exon1  Forward: GTT TTG AGT GTG ACT GTT GG  intron1  Reverse: TAT CTT CCA GTC TTA AAT ATA GAG  exon2  Reverse: CAG GAG CAG GAA CAG CTT C  GSH2  exon1  Forward: GAT TGG CAT AGA CTC TGA AC  intron1  Reverse: CAT AAG AAG TCA AGA TCG ACC  exon2  Reverse: TCC TCT TGT ACA CTC CCT TC  LD  exon1  Forward: GTA TTG CTG AAA TCA TGG GTG  intron1  Reverse: GTT AAC TTA TCC AAT GCA TTG AG  exon2  Reverse: TGC GGA CTC TTT CCA GCA G  ABA3  exon1  Forward: AGA TGG TCC CAA GAA CAT TC  intron1  Reverse: CAT TAA AAT CTG AGA TTG AAA GCC  exon2 Reverse: GAT GCA TTA AAG TAT TCA AGC AC Di19-1 exon1 Forward: CTT TAG AGT CGA AGA ACG CG intron1
Reverse: GAA TAT CTG TAA GTT ATA AAC GTA G exon2
Reverse: CAA CAG AAC CAT TAC GAG AAG Di19-2 exon1 Forward: TAT GAT TTA GTT GAA TTG TGT CAC intron1
Reverse: AAT CAC ATT CAT TAT AGC GAC GG exon2
Reverse: GCT GAT GAT GAT TCA TAG ATG G CBP20 exon1 Forward: TCC TGT TCT ACT CTA GAG AG intron1
Reverse: TTA ATT GTA AAG AAA CGG TCA GG exon2
Reverse: GCT GCC TTT GTG CTT CGA G *Number of amino acid (aa) **The sequence homology was calculated using the ClustalW2 program. A.thaliana 
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